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•Cannot evaluate likelihoods 

•Can draw samples from  
•Traditional likelihood-free 
methods such as ABC 

• Difficult to tune 
• Scales poorly
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Exchangeable Neural 
Network

Properties: 
• Encodes permutation-invariance 
• Produces calibrated posteriors 
• Amenable to diagnostics and tuning 
• Generalizes to many population genetic applications

Come check out our poster: Room 210 & 230 AB #111 


